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Baneyx, Recombinant protein expression in Escherichia coli, Current Opinion in Biotechnology (1999),
10:411-421).

ole1dt FAIES sdsly] $1ste] Az A MBP, NusA, SUMO, Thioredoxin X GST 53 22 4840l
o ohilAS GIAA WA T)E WHol o] o} (Dominic Esposito and Deb K Chatterjee,
Enhancement of soluble protein expression through the use of fusion tags, Current Opinion in
Biotechnology (2006), 17:353-358), ©l& X3t Z+Z} 71&4 A7} o] NZ2E 24 7w /Ee] a5
oict.

& 0001) Francois Baneyx, Recombinant protein expression in Escherichia coli, Current
Opinion in Biotechnology (1999), 10:411-421.

(M E3]53 0002) Dominic Esposito and Deb K Chatterjee, Enhancement of soluble protein expression
through the use of fusion tags, Current Opinion in Biotechnology (2006), 17:353-358.
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Q<43 : Amino acid sequence of HIV nucleocapsid
A EERS] - AA
g

© human immunodeficiency virus

QRGNFRNQRKTVKCFNCGKEGH I AKNCRAPRKKGCWRCGREGHQMKDCTERQAN
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: Nucleotide sequence encoding HIV nucleocapsid
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e
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B}
W o

human immunodeficiency virus

o
1A

R

CAGCGGGGAAACTTCAGGAACCAGAGAAAAACTGTGAAGTGCTTCAATTGCGGAAAGGAGGGCCACATCGCTAAGAACTGCCGCGCCCCCAGAAAGAAAGGC
TGCTGGAGATGCGGCAGAGAGGGCCACCAGATGAAGGACTGCACAGAGAGACAGGCAAAC
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o

>
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: Nucleotide sequence encoding HIV nucleocapsid
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. synthetic construct
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CAGCGTGGTAACTTCCGTAACCAGCGTAAAACCGTTAAATGCTTCAACTGCGGCAAAGAAGGCCACATCGCGAAAAACTGCCGTGCGCCGCGTAAAAAAGGC
TGCTGGCGTTGCGGCCGTGAAGGCCACCAGATGAAAGATTGCACCGAACGTCAGGCGAAC
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> Nucleotide sequence encoding fusion protein of NC and GFP

o
e
jins

B}
3

. synthetic construct

o
1A

2

AGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGT
GATGCAACATACGGAAAACTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAA
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[0145]
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[0149]
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TGCTTTTCAAGATACCCAGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAAAGAACTATATTTTTCAAAGATGAC
GGGAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAGTTAAAAGGTATTGATTTTAAAGAAGATGGAAACATTCTT
GGACACAAATTGGAATACAACTATAACTCACACAATGTATACATCATGGCAGACAAACAAAAGAATGGAATCAAAGTTAACTTCAAAATTAGACACAACATT
GAAGATGGAAGCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCT
GCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAA

. synthetic construct

SKGEELFTGVVPILVELDGDVNGHKF SVSGEGEGDATYGKLTLKF ICTTGKLPVPWPTLVTTFSYGVQCF SRYPDHMKRHDFFKSAMPEGY VQERT IFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY IMADKQKNGIKVNFK IRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQS
ALSKDPNEKRDHMVLLEFVTAAGITHGMDELYK

993 : Nucleotide sequence encoding fusion protein of NC and IFNB
AEEY © DNA
e

. synthetic construct

AAATCTTACAACCTGCTGGGCTTCCTGCAGCGTTCCTCCAACTTCCAGTGCCAGAAGCTGCTGTGGCAGCTGAACGGTCGCCTGGAATACTGCCTGAAAGAT
CGTATGAACTTCGATATCCCGGAAGAAATCAAACAGTTGCAGCAGTTCCAGAAAGAAGATGCGGCGTTAACCATCTACGAAATGCTGCAAAACATTTTCGCT
ATCTTCCGTCAGGATTCCAGCTCCACCGGCTGGAACGAAACCATCGTTGAAAACCTTCTGGCGAACGTTTATCACCAGATCAATCATCTGAAAACCGTGCTG
GAAGAGAAACTGGAAAAAGAAGACTTCACCCGTGGTAAACTGATGTCCTCGCTGCACCTGAAGCGTTACTACGGTCGTATCCTGCATTATCTGAAAGCGAAA
GAGTACAGCCACTGCGCTTGGACCATTGTTCGTGTTGAAATTCTGCGCAATTTCTACTTCATCAACCGTCTGACCGGTTACCTGCGTAAC

. synthetic construct

KSYNLLGFLQRSSNFQCQKLLWQLNGRLEYCLKDRMNFD IPEE TKQLQQFQKEDAALTIYEMLANIFATFRQDSSSTGWNET T VENLLANVYHQINHLKTVL
EEKLEKEDFTRGKLMSSLHLKRYYGRILHYLKAKEYSHCAWT IVRVEILRNFYFINRLTGYLRN
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k1
N2

1
(g
~

NC_6His

T: total
S: Soluble

P: Pellet
S': Soluble, non-reducing

NC (7 kDa)

EH2

NC_A6His

T: total
S: Soluble
P: Pellet

NC (7 kDa)
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(33.5 kDa)

S: Soluble
P: Pellet
NC_GFP

T: total

(335 kDa)

NC_GFP

Pellet

Total
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GFP

20000

150004

< 100004

5000+
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EH6

NC(opti)_IFN B

NC_IFN-B
(27.9kDa)

EH7

IFN B direct

T: total
S: Soluble
P: Pellet

IFN-B (21.8kDa)

EH8
IFN B responsive assay
3
* NC (opti) IFN B
€ = Con.
52
o
©
®
a
o 1
0
N DY k9 0 A9 90
Reciprocal protein dilution
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MQRGNFRNQRKTV APRKK ERQAN
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AZF1 (C->S)

S
R K
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GKEGH, GREGHq
S S M
N K R K
AZF1+2 (C->S) E Pl D
MQRGNFRNQRKTV RAPRKKG TERQAN
EHI0
NC_LTB_6His NC(AZF1)_LTB_6His  NC(AZF2)_LTB_6His NC(AZF1+2)_LTB_6His
T S P & T S p S T S P & T S P §
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EHI11
- SDS PAGE - GFP
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GFP intetnsity

T : Protein sample loaded to IMAC column
F.T : Flow-through of IMAC columns
E : Protein eluted from the IMAC columns
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