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= Ed(uremic toxin)o] ol FAEHHA oy 7HA] FFo] dojdrt. ojHF ax &
AEL Al d58ks B sty 2EHAE fdstal 9o wstE S3de
7AAaL 9t} (Cachofeiro V et al. Oxidative stress and inflammation, a link between chronic kidney
disease and cardiovascular disease. Kidney Int Suppl 2008:S4-9; Wu J et al. The role of oxidative
stress and inflammation in cardiovascular aging. Biomed Res Int 2014; 2014:615312). &% =& =+
PCS(p—cresyl sulfate), IS(indoxyl sulfate), TMAO(trimethylamine-N-oxide) %©°] o, whd AlRA 3k}
o] A9 A @ AWl PCS, IS, TMAO F7=¢] dRkIET &b Hix o] t}(Ramezani A et al., Role
of the Gut Microbiome in Uremia: A Potential Therapeutic Target. Am J Kidney Dis. 2016 67:483-498). ©]
=2 Ul FF (microbiota)e] &A1& 23e B2 (EE dAddehd), EHER, Fd(choline)S gl
#ate] AP A p-A e (cresol), 1= (indole), TMA(trimethylamine)7} AIAEE Ea &
Zrell A thAbE o]k tiAbAleltt (8] 29 1 FHE).
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Gut lumen
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Choline T™MA TMAO
L-tryptophan Indole IS L
PCS

L-tyrosine p-cresol

Dietary

Metabolites
substances

Uremic toxins - CKD
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2 S Ee] AFE Bl F4E T AUdA @AsE AAEF4HE (nitrogen waste product)E°]H, o=
Fu 34 E uAEe o JFS wo] Btk olYg offE 'Y FA(enteric dialysis)'olgE Ade] &
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r 7 opz5 52 fEats
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E O Uu oplol Hls) stk mebd, obdZbd FA R ol s 2% AAT & g TEH P
o] gl

Z2ube] L8 A (probiotics)E Gl MAE FPol BgS T FF B Bh BYS A YR 2 4]

slAEe] AAEHE AES TR olgd TauoloEal AT WEAE FHw Al FEd ¥

Fuo], AUl #E2 AASHE 9 EE B3 #F G AFor AoHn QY. Zzuelogrst

oF & BAE A7 FUE A4AL s, wHAY, FEAYY 5L /AW, FoR b B Aol dolo}

Fth © tobt AR AF ko)A awlEy] Aol AEES BHL FAST, 49 Ao AgEE YA

i3] zsfor sk, FAA WS e EgavEE oA Ak, A,
gl gigk WS ZEFolof dint. H ZERufo]eE Ae ks A4 Ve AN anrt RaHUA 7S )
g 7123 NEAE AT 5 de T8 A5 EER AP

HT g A7E Fa A4 AU mAE AL 9 2 dAb, WY wkg 2384 F8% 988 s, &
U v EFde nuwk, A2d 2w, A5 22, AdaA duF T o @Aud #Aods How
RuEdct, g AFEHe] AeE x5 AolA (duodenum) E FF(jejunum) ol A A EAN = LERY
A R FFEY FAo] #EAHY, 53] 37|14 dF(aerobic bacteria)Q Z5Ao] YEIYA HiEd dF B

Th2
Jlo| A= Enterobacteria B Enterococci & 7 AFAl hatol A 1008 o] F7hgttiar B 313kgith
(Simenhoff ML et al. Biomodulation of the toxic and nutritional effects of small bowel bacterial
overgrowth in end-stage kidney disease using freeze-dried Lactobacillus acidophilus. Miner Electrolyte
Metab 1996; 22:92-96; Hida M et al., Inhibition of the accumulation of uremic toxins in the blood and
their precursors in the feces after oral administration of Lebenin, a lactic acid bacteria
preparation, to uremic patients undergoing hemodialysis. Nephron 1996; 74:349-355). X3 whd AI5-A
A s M= G HAE e AHE S FolFa, Wl AARE sk R, 5Fo] 2 fral Al
o AdE AgAEH, % metaboliteE EH|StE Ao U#X Lactobacilllus ¥ Bifidobacteria T3
ESo] 7taste] FEFHoz A B3 (intestinal dysbiosis)eo] Z#E = Ba7} 9tk (Koppe L et al.,
Probiotics and chronic kidney disease. Kidney Int 2015; 88:958-966.; Ramezani A & Raj DS. The gut
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microbiome, kidney disease, and targeted interventions. J Am Soc Nephrol 2014; 25:657-670; Ranganathan
N et al. Pilot study of probiotic dietary supplementation for promoting healthy kidney function in
patients with chronic kidney disease. Adv Ther 2010; 27:634-647).
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(Sprague Dawley rat)Z o]&3F 5/ AA Bdol|x Lactobacilllus 2 Bifidobacteria 5% X33l
probioticsE 165 B¢ TSNS A5 5 Wl A& #dA¥o] HA3e] probioticsE ©]&3 2175 /Hdad
£ 7]WstAl i (Ranganathan N et al. Probiotic amelioration of azotemia in 5/6th nephrectomized
Sprague-Dawley rats. ScientificWorldJournal 2005; 5:652-660). SIS o2 3k A AFoME FH A
A A#E BEd 1996 ATolA 89 FAS Wi Qe W] AR AEN A Lactobacillus 75 73
T2 Fosle] dF dimethylamine (DMA) 2 Nitrosodimethylamines H.atsh o]z, Tk AFA xS Al A
probioticsE Folg& A AREAL X% dF &4 AL d (BUN, blood urea nitrogen)S 3ol F&
Rnoz A A H(Ranganathan N et al. Pilot study of probiotic dietary supplementation for promoting
healthy kidney function in patients with chronic kidney disease. Adv Ther 2010; 27:634-647;
Ranganathan N et al. Probiotic dietary supplementation in patients with stage 3 and 4 chronic kidney
disease: a 6-month pilot scale trial in Canada. Curr Med Res Opin 2009; 25:1919-1930). whyg AF-A 3t
A2 e g HAxz AP T2 ol W7 AgolA, probiotics®t prebioticsE EE3I FE & A
(enteric coated capsule)® AZslo] WA ARA 47] @A o)A FAstdely F=a3 Fuy S o=
cresol %5 #lo] {Fo35HA 4TS BEG L, AA B FFolA indoxyl sulfate #H'#o] FhHAsHA]
RIANE, FAA ] =EF=HA] FAE FAA A FoEA AAHEJSS DRSS S G Al EA ol A
Bifidobacteria @< frolgr S717F ol Al AL JMAANZA F d5S EAstH(Rossi M et al.
Synbiotics Easing Renal Failure by Improving Gut Microbiology (SYNERGY): A Randomized Trial. Clin J Am
Soc Nephrol 2016; 11:223-231).
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<AgdHE 1> gEHA 2 A EI e A KBL409(7)EMHE KCTC 13518BP) #5+¢] 16s rDNA A <&

GGGAAAGTTGCGGGGTGCTATACATGCAGTCGAGCGAGCTGAACCAACAGATTCACTTCGGTGAT
GACGTTGGGAACGCGAGCGGLGGATGGGTGAGTAACACGTGGGGAACCTGCCCCATAGTCTGGG
ATACCACTTGGAAACAGGTGCTAATACCGGATAAGAAAGCAGATCGCATGATCAGCTTATAAAAGG
CGGCGTAAGCTGTCGCTATGGGATGGCCCCGCGGTGCATTAGCTAGTTGGTAGGGTAACGGCCTAC
CAAGGCAATGATGCATAGCCGAGTTGAGAGACTGATCGGCCACATTGGGACTGAGACACGGCCC
AAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACG
CCGCGTGAGTGAAGAAGGTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGT
AACTGGCCTTTATTTGACGGTAATCAACCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGT
AATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAGAATAA
GTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGA
AGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG
AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGA
TACCCTGGTAGTCCATGCCGTAAACGATGAGTGCTAAGTGTTGGGAGGTTTCCGCCTCTCAGTGCTG
CAGCTAACGCATTAAGCACTCCGCCTGGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTG
ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCA
GGTCTTGACATCTAGTGCAATCCGTAGAGATACGGAGTTCCCTTCGGGGACACTAAGACAGGTGGT
GCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT
CATTAGTTGCCAGCATTAAGTTGGGCACTCTAATGAGACTGCCGGTGACAAACCGGAGGAAGGTG
GGGATGACGTCAAGTCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGACAGTACA
ACGAGGAGCAAGCCTGCGAAGGCAAGCGAATCTCTTAAAGCTGTTCTCAGTTCGGACTGCAGTCT
GCAACTCGACTGCACGAAGCTGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGT
TCCCGGGCCTTGTACACACCGCCCGTCACACCATGGGAGTCTGCAATGCCCAAAGCCGGTGGCCT
AACCTTCGGGAAGGAGCCGTCTAAGCAGTCAGGTGTTCC
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0.001%F% U 1005842 EFS 5 govl, vgasls 153 X 053w 2FT 5 9, Suo
A%, 100 nLE 71FO.% 0.001g A 10g, vEASE 0.01g WA 1gol W& 2T 5 Ak, Tet, A
AP BHOR A AY 2AEL BHoE e AN AA A5 ¥

N
N
g

o = }\_:_‘ (e} =4 '/—IE
Aom, FadEe kA wHolA ofFd EAIZE 171 wiTel 7] WE] olde doz AMgHE § glorn= )
7] W$lel 5= AL oy},

2 oahgo] AEE XAAES Y] gEMEE 2 oA =g~ KBLA0Y #TE SHYSRE EE 4§ JHee ©@A
of H7FetAY, A3 T TEo] I At 2AH4E FHE AxE ¢ vt F, 98 ZTZnlo|oE A
g FHskA @2 2% 2 oju] 2 Jpxo] Z2ule] g M-S e AFd HIbEA A" = 9tk 9
A, B utgol AES Az glojA, B wygo] #Fet A ALE 71E3d UE nYEES Qdztoly T E
of AFsdl Aaeta AFHAA BYE FalHdS JASAY ZhHEE FH U HAE #HE ANAAE
A ZR2upo| o E A zh= Ao, 53] ASEA gFerh. 1#st ZRulo]oE uAE9 o Z= AL

o}

e
20 Al (Saccharomyces), ZYY Y (Candida), AoV (Pichia) 2 BEEFA(Torulopsis)E X S8teE &
(veast), ol=mAH X~ (Aspergillus), B1Z32~(Rhizopus), T3 (Mucor), HAYAN (Penicillium) &3 2
o] 2 etEnmpAe| A (Lactobacillus), V¥ =vrel2]e-(Bifidobacterium), 3 x=2~%(Leuconostoc), SEF
2~(Lactococcus) , a2 2~ (Bacillus), 2ERNEIA2(Streptococcus) , X 23] 9 Yute g
(Propionibacterium), ME|ZZA2(Enterococcus), HNYLLZAZ(Pediococcus) el &3t At o] 9
A ZTrulo] oy mAEe FAHQ dRE AMLREU| A2 A#EE A ol (Saccharomyces cerevisiae), vHI# 2
FotE e (Bacillus coagulans), WHAE 2 B AUNX 202 (Bacillus licheniformis), WHIe]X~ ABEZ A
(Bacillus subtilis), W|¥=wrel|g]ls  WB|I5(Bifidobacterium  bifidum), V]I Z8E P SAFE X
(Bifidobacterium infantis), WBIHZ=THZ S EF(Bifidobacterium longum), JHZIAZ2 FHAE
(Enterococcus faecium), SNE|ZFAZ  dZe]~(Enterococcus faecalis), ZEWAE 2 ofA|=de|x
(Lactobacillus acidophilus), ZTEWME# 2 G| wleld] -2~ (Lactobacillus alimentarius), TTERFEAE 2 FHA
ol (Lactobacillus casei), SE¥PAEXA  F2vM¥E(Lactobacillus curvatus), SfEHPAEZA  dHF7]
(Lactobacillus delbruckii), ZEWRA# 2~ E2Y(Lactobacillus johnsonii), EEHFAE A A0 F2
(Lactobacillus farciminus), ZEWMEE 2 7YAI8](Lactobacillus gasseri), ZEHMAH2  dAWEF 2
(Lactobacillus helveticus), YEWAEE2A @2 (Lactobacillus rhamnosus), TEMFE#H 2 FH g
(Lactobacillus reuteri), ZEBMAEE 2 AAo](Lactobacillus sakei), TEIAAZ ¥ (Lactococcus
lactis), ¥ mAL WAYZEIA (Pediococcus acidilactic)sS & 4 Juh. vl sA=, $43 T2}

o108 BHL WA A% AN Eah wHeld TRulolod AYES B WPl 4EE 2B IR
ToRA 1 BN U8 FAAY 5 Atk B wwe] 4% 2B A8d 5 Qb gAY dus 3
W, S AL WG, AD S S slend ld danel s A F39 FAuo sln
wowel gEnpes oA Ehels KBLAY BFE BANZEAY AesE gu) me wg @gelold Az
2 gud & Ao

wowge 24Be 8, 47 FRE GRS BB LS A7 EE 0B FHss FRARE 4B
ez Agh 5 o

ug
714 g -Er:éﬁ%ﬂ UeE HgEREE
(Lactobacillus) 5, 7V%9] AT& T7H71H 9719 AH3e SEil AR &3 S988 ol 895
HojF= ofamdelx Q@R (Uspergillus oryzae) St 22 AP+ (Slyter, L. L. J. Animal Sci.1976, 43.
910-926) 2 Al7F2u)Al2 MM Aol (Saccharomyces cerevisiae)®F 332 &% (Johnson, D. E et al. J. Anim.
Sci., 1983, 56, 735-739 ; Williams, P. E. V. et al,1990, 211) &°] AF&= 4= Q).

2wy TE ARE HIHE X 7] gEdpd el 2 oAl 2|2~ KBLA09 = o] 9o sty o] o] EAaAAE
o x3e Fx Qnh. HUMEE aaAAlE Ax Be IA dEHTE 25 bseh aAAAZE 3HA (lipas
)9} 2o Ak Bajgh, vlo]¥ oA =(phytic acid)E Ea3le] AR Y} o] A EQIAE S WH=E= o ]Ehﬂ

(phytase), =23 28372 (glycogen) So ZLEHo] g o-1,4-FFIFANE A3 (glycoside bond) & 7}¢
Bl Q_LJ oldetAl (amylase), f7]Clatd~H 25 7l¢Ea5tes 49 ¥ 23EhA (phosphatase), *“%i
Z(cellulose)E Easte 2B AW e A Z214) (carboxymethylcellulase), AU R A(xylose)E Ea&jst= A

_12_
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A (maltase) % A}?}ﬁif\

(glucose fructose) T¥ES W=+ A3as(invertase) &

2kl (xylase), TE=(maltose)E F
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KBL409 2] A 75 MA axs SAAZ & dT F71e Z2hfe|eE #3E A sAE EB}%‘H
2 gggtAle] 2 gEn s SEE S X3si, 2o uidAs A, 4] FUFe Z2hte]e

7] AEs 29 16s rDNA A ES zZte ZENAH 2~ gkebabA|o] KBL382(71€H % KCTC13509BP

K

)
)
7] AW E 39 16s rDNA AE S zt= gEdR e~ Z e KBL396( 7 EFl & KCTC13278BP) &

<HEH s 2> e A 9Tk o] KBL382(71EHH 3 KCTC13509BP) #3+2] 16s rDNA A<
GCAGGTGGCGGGTGCTATACATGCAGTCGACGAGTTCTCGTTGATGATCGGTGCTTGCACCGA
GATTCAACATGGAACGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGA

AACAGATGCTAATACCGCATAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGA
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[0063]
[0064]

[0065]

TGGACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGCCGAACTGAGAGGTTG

ATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCA

AGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGG

CAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAC

GTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCC

TCGGCTTAACCGAGGAAGCGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCG

GTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAA

AGCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTAGGTGTTGGAGGGTTTC

CGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAAT

TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACAT

CTTTTGATCACCTGAGAGATCAGGTTTCCCCTTCGGGGGCAAAATGACAGGTGGTGCATGGTTGTCGTCAGCTCGTG

TCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGACTAGTTGCCAGCATTTAGTTGGGCACTCTAG

TAAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACA

CGTGCTACAATGGATGGTACAACGAGTTGCGAGACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGA

CTGTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCGCGGTGAATACGTTCC

CGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCGAAGCCGGTGGCGTAACCCTTTAGGGAGC

GAGCGTCTAAGTGGCTCACGCCT

SES06 10-2254310

<9 3> FEH Y2~ ZdElE KBL396(7|EhH S KCTC13278BP)  5+9] 16s rDNA A<

TATCAGTACGTGCTATAATGCAGTCGACGACTCTGGTATTGATTGGTGCTTGCATCATGATTTACATTTGA

GTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACAGATGCTAAT

ACCGCATAACAACTTGGACCGCATGGTCCGAGCTTGAAAGATGGCTTCGGCTATCACTTTTGGATGGTCCCGCGGLG

TATTAGCTAGATGGTGGGGTAACGGCTCACCATGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTG

GGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGC

_14_



[0066]
[0067]

[0068]

[0069]

[0070]

[0071]

[0072]

[0073]

[0074]

[0075]

SES06 10-2254310

AACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGT TAAAGAAGAACATATCTGAGAGTAACTGTT
CAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGC
GTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGA
AGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAG
ATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCA
AACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGC
TGCAGCTAACGCATTAAGCATTCCGCCTGGGGGAGTACGGCCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGGC
CCGCACAAGCGGTGGGAGCATGTGGGTTTAATTCAAAGCTACGCGAAGAAACCTTACCCAGGTTTTGACATACTAAT
GCAAATTCTAAAGAGATTAGAACGTTTCCCTTCCGGGGACATGGGATACCGGGTGRGTGCATGGGTTGGTCGTCAGC
TTCGTGGTCGTGAGAATGTTTGGGTTTAAGTTCCCCGAAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTAAGT
TGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGAC
CTGGGCTACACACGTGCTACAATGGATGGTACAACGAGT TGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCAT
TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGG
TGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACACCATGAGAGTTTGTAACACCCAAAGTCGGTGGGGTAAC
CTTTAGAACCAGCCGCCTAATGGCACCACCATGCG

47) SEvldelz vl KBL3s2 2 etEn)a

£ 0.01 WA 5g/de] FoFoz 1Y 13 WA

PN
T
ahit ol Zruelo ¥ FE7t © 2B ] EFBR FolH L, sht o] xZzvleloy @R el
s ] o
4

>
i)

ool AAg vge] #F7F AHEE Sk, olEd HEE
4 k. dE =W, 1:10, 1:5, 1:1, 5:1, == 10
1:19] ¥ 7FA] #F (oA, KBL409:KBL382)7} AH&-2 4= 2lth.

& WS B2 A A @] o B AR AREY] 93 Y] #F B 2L S 2 A
7] AmAL] AxE A A7) @5 EE 248 S5 ATt

ol ook elA ofshd fawe] V] dF e 2AES A A9« Ee 87 aHE
Al Fofshe GAE Aok 7] Aee] o Ee 8PS Aedt

37) Age] ol w= syl ARSsE ofthd 2AE W Tl e ArldA dusglens, o] & A}
ofel & W82 & BAMe A= 5FAYE dey] flstel, 1 VIAS AR

s 2
e, AAAE Fahol B wHS US PAF Agsad G olF AL e8A B wEe o5 9
& AoA, B Wl W7k o A s AT AoR ANHA Bt AL FYANN B A
g 74 Adl YoM A8F Aol
AN 1. pAdE B AAE Y A8
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[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

[0082]

[0083]

[0084]

[0085]

[0086]

[0087]

[0088]

[0089]

[0090]

SE5061 10-2254310

HEA), EHER, FA RaFolrh, B Myddt 4% 8% ¥4 ATAE /AT 5+ dE 4
B B4 248 Shol GTE FURCH, oF padE LAVE FH 4 GPor Hsel 4% B
4 P 59 AY 2% AR EAE bl Zzueled FFE A¥sud Q. olF sk, Az
) & 7% GEwpea U dEmAs #F, 3% MR #3e pAeE BAse B
Solth. RE #FE e I L GEdel ARHoln, o5 AW Az B AN AE bad
prAdE BT pAAES TR RS MANA FFES WFR F el pAASY FEE a0
Eaeels Sgstel s,

1-1. #F¢ WG E A5 &1

B Ao AMgE FFES 200 uMe p-AdES 86 MRS #iXolA 24 h F<F wjdardt. 7 A8 50 1
Lol 23k 32k 2.5 plEs: Y3 90 T30 min 7FE3 & 4|3k internal standard (0.2 mg/mL 2,6-
dimethylphenol, Sigma-Aldrich)& 2.5 plL ¥ir, E“ S22 ethyl acetateZ 50 pL ¥o] 1E7F vortex
2 AoFAY. o]& 15,000 rpmell A 287 4A1E2] 3 GC vial (with 250 pL glass insert)e] AZdE &
kot

1-2. pIIEY FE EH S B o579 A¥

ZteARnEO T E AMESte] Y ASdd p-ZIAE FS ST, 27| GC-EI-MS (Agilent
5985) % A-&3te] flow rate 1.3mL/min®= %7] 75 CTolA 150 C(rate 20C18]a 250 C(rate 25C=E 28 2
== 27 BAS 235 tH(Post run 75C3min). ZA#-S DB-5 capillary column 30 m X 0.25 mm,
df=0.25 (Agilent)E AF&3}3iTH.

T iﬂ—t— 10*4 'T‘L‘F’E_’% IXP
%ok Zlo] SRIEATH(E 2).
1-3. #59] 23 A4

HAld 1-2014 p-AdlE Edllsol gl 1059 FEvA A~ #FEd 232 p-AdE 3l H7F A
S 43818 A3}, Lactobacillus acidophilus &l 438 KBL402 % KBL4097} 7Fg #& p-FdE EdsS
BHA3ta 9SS FRIEItHE 3). T #FE 16S rDNA AgA A9 fAMe Zo® wukEo] | KBLA09 2
A4 F7F A3 FYsigint.

1-4. KBL409 #F29| p-AHE &3

off
e

<!

KBL409E dldoz AAld 1-29F 5Us WHo= A7t M2 p-AdE dlles 543 27, KBLA09E A
12 AIZE & 95%, 36A17F F 85%7HA] Wl W9 p-AdlES FAAD F S I
3] KBL409&= $-73 p-AdE EdleS velle], p-AdEe o FHoz g A% HIe gryoz ¢

PN o 0 PN
s g dSs & ASH.

AA ¢ 2. KBL4099] 4= 53 g2

A% Ao ME AFEY T2 7]1A T 12l pyroptosisiE G RbSOl FRbSe] WAEtE R, SRS )
A Eaneg S A BE gy giE 25 287t Jdvk. KBL4099 p-AHE wdlsd gEo ¥dF &
= 37 #<lsl7] 9sle], PBMC(peripheral blood mononuclear cell)E o]&3&le] A=A & 3AZA np7 &9
k& Z]

2-1. PBMCY] &H] ¥ #F9 AH
A7t 219 PBMC (Zen-Bio, Inc., Research Triangle Park, NC, USA)E 1% #AlYAdH/AEHEnlo]Al | 1%2]

AEbato] 2l W 10%2] FBSE ¢f-3F RPMI-1640 ®iA] (Gibco, Paisley UK)ollA ®ialitl. mijoksl PBMC (2><105
cell)E 96-well plated] ¥ T MEES AIA 7= & (D3 A= 1 pg/ml (OKT3; Thermo Fisher

Scientific, Inc., Waltham, MA, USA)Z A =3dt & 1:100 H]&< KBL409 #F =& AFS H7lste] 37 Tol
A 72X HﬂookOPi’iﬂr.

2-2. 934 % YAFH AlEARY B4

wF AP R PBNC Al AT AtE Este] 2 AtelRTRIS) & SAs. IL-2, IL-4, IL-10,
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[0091]

[0092]

[0093]

[0094]

[0095]

[0096]

[0097]

[0098]

[0099]

[0100]

SE506 10-2254310

IFN-y, 2 IL-17A¢] ZAo|= BD Cytometric Bead Array (CBA) Human Th1/Th2/Th17 Cytokine Kit (BD
Biosciences)& AF£3l3om | 1L-139] Ao+ IL-13 Human enzyme-linked immunosorbent assay (ELISA) Kit
(BMS231-3; Thermo Fisher Scientific)S AF&3}iTt.

1 A7}, KBL409 A& (CD3/KBL409)oI Al Thle] 944 Alo]EFRelel IL-2, Th2o] &4 AlelEFelel IL-4
9 [L-13, 283 Th17¢] gFA AolEFIQISl IL-17A9] Halisjo] e A2 (CD3/E.coli) 2 PBS AT
(CD3/PBS)ell mlal] &#AS] A FA=H= S ERIeArH(E 5). ¥, E thE Thiol AT AlEFRRIA
IFN-y &= PBS A2+ (CD3/PBS) 3= 2 xFol7t gllevt i+t x%FJ?L(CDS/E coli)ell HlsiA = @R8] A
A== A FJASUT(E 6). E3H, KBLA09E PBMCOl At ¥ IFATA Al EZIRI] 1L-109] ZddHS &
o153k A3}, KBL409 A 2] (CD3/KBL409) el A €] 1L-109] & o] PBS 2]+ (CD3/PBS)el Hlal 253 F718tlS

Ikt 7). webA, KBL409= ZARHARI T Ao A5 AfolEFRQl S dAA S| AAA7|aL, 34
g AP EFRRIQL IL-109] S S7HAFICRA, v Aol ite]= A 2 [AY dS5keS A

i 1. o = o
[oJNNeY A=
oS & F AU

AAd 3. T AR fE vhe2 2o A2 KBL409S] &3 #<

> ol nJlo
o

oLV (0.26 adenine)o] EFE AR (chow)E Hol= HAFA o] ARAS FEah: Pue FEol Ba gl
of olo] o3 Aol glow, AR HAZ WA golste] Ak AW 4 Uxm, AHAZ BLE 5 o}
W% AN ARAS BE IG5 U, FEF 24 FuT 5 o Pl Qo] ARA fE mdz

gde] AFEE 3 9dvk(Jia T et al. A novel model of adenlne—lnduced tubulointerstitial nephropathy in
mice. BMC Nephrol 2013; 14:116). ¥ @A =, oltld 2 AlFA Bd& o]83ho] KBL409 FAAA|] Al7]
T, A At o WE 2 A5 Ui aaE Fdsklv. B3, Vs Astel oF dF a% 24 7
& Z9E WA R

HE ohgs 2 A% B 279 ol

2 Ao A = A AT 20g W] 7% (57BL/6 w25 dxad APT o UrTOi *i’i% {‘GBO}MEP
% 8o =AIE mie} o], YRt U] 2O R o] KBL409 #HFE Fol gt n

A &8 #(Con; n = 10)22 YAt AFL ofdld AR S Foslo] vk =

KBL409 55 o3k *(CKDHKBL409; n = 10), F938}A ¢ *(CKD; n = 10)
A AgPsdnt. ofdld AlgE B4 Aold] 0.2%9] oS F7}e o)yt HEE &9 on | KBL409

=
FFE 10 CFUE WY AT Tl RE o mheat 677 A% F SAAD AL AEHAT

3-1. o4 A5A

3-2. A7)59 W3l sl

FAAFEABN)E B T 846 78 FAE AT glola, AdotEde e dFl Adotd
of mHAERAN AR AFAR AFEE iﬂLH oA Foln | ©ly (proteinuria) L= dHE SR UN
(albuminuria)¥ ZAWe] ©@ildo] Mo Yo+ Zojth, &Evel oF, BIN ¥ Fdgolelde 3afo] =8 A9
A 7150 AstEeS WERATE. o], KBL4099] WM ARl digk &E FRlstaizt ] 7 vk 9
Ha 3 A FHE oW 9 g AYstetEA 7] (Automated Chemistry Analyzer, Roche, HITACHI7600)S
o]&3le], AF WIS &, BIN R Z#otEde] s Z433T).

T (CKD) & tZ(Con)ell HI3] BUN 2 AolEldd F%e] &
| =8 2e FAssivk. ®=gh, oldldd Abs 9 KBL409 Foit

< «10}711 s BUN 2 F#HotE e F 55 YERITHE
9). ¢HWRe] A9, ofdld Alm Fofi (Com)oll Hlal &Fwlxe] o] AA A F7hek whd,
obeld AlE 9 KBL409 Fof < (CKDHKBL409)-2 ole H|3l] ¢F-wIe] Fo] FoletA ZastUr(E 10). wabA,
B oabwg o] KBL4092] Fole tEAH QY AR XFQ ARwlne] F BN % AolElde] FEZ Hml?% 2171
g MASE 29 YepdS #1selt.

3-3. A% Afshe] ws g9l

= Tl
A% ol pasle] JEHow Y A

(CKD+KBL409)& obell A}m g

NG ARt A 2ANA BAEE Ao GFNS, A 2Eds, JUAE ARAZSG e e
& 5ol o5 AF 2Ao] ARBEC] A5 A HE F4S Ava. ot AF A8 FLW
EAAele], o] ARA WS B F4 F otk olol, W ARl W A Afstel the KBLAOY



[0101]

[0102]

[0103]

[0104]

[0105]

[0106]

[0107]

[0108]

[0109]

[0110]

[0111]

[0112]

[0113]

[0114]

[0115]

[0116]

[0117]

[0118]

[0119]

S=50ol 102254310

o] IE RISy fI8te], AAld 3-1o|A] grgk ZF 7o) A x2 AEFo] 22 Eed AAL, Procolla ¥
Acta2 mRNA &&= 24 (Collagenl, Fibronectin, a-SMA 2 Vimentin Wd=H FAS 335130}

3-3-1. =AY HA

AAle 3-104 42 A x=F AE

embedded(FFPE))E A 4 um

W

2R3 wetd ¥uf(formalin fixed paraffin
Atk d3 Atoldel gy W A 2 U AFEA

vt (glomerular hypertrophy)% B7] 93 32 =24 Z (periodic acid-Schiff, PAS) 994 % 7+2a AM-H
Z(interstitial fibrosis)E E7] 93 Masson's trichrome M-S Faqstdct. 9 & 72} 9 %7 AAS
Fdn| 4 o2 wAst.

I A3}, obdld AlE FAF(CKD, © 110)9AE & (Con, %= 11A) tiu] ARHe] E49 AA|udt 4,
ARz AEo] HFI(flattened epithelium), L A Alo]ze] &% ‘3‘4 7149 HHo] FEAEFRoH,

=2

A

Masson's trichrome 9@AS F3 2% Afse] S77F #FHAG. ofuld AR 2 KBL409 Fo

(CKDHKBL409, = 11D)ollA = $lollA 33t =8ty walrl ghatd Fo] F3lo] #AFH, &

3] 7taE Aol 1A,

-3-2. A% A3 AE FA(1)

Adfrsle]l A2l Procolla, Acta2 F#AAY] A1 22 U #d A=E SAH37] fstd, 7] Ao 3
S 7t o] Al Ao ZHE nRNAZS 283 Procolla ® Acta2 A9 mRNA H&THS A =

k& (gPCR) & A 819t

I A3, obdld AlE T (CKD) A= thzT(Con)oll H] 3| Procolla 2 Acta2 &4+

Z74ek v ol AbE 2 KBL409 F-of 7 (CKDHKBL409) ol A &= §-9] 8k 7+47}F Hol= AL gelsgthH(E 12).

3-3-3. AF A3k A7 FA(2)

AAld 3-1914 @2 ZF 79 A Ao 2HE A AFst # @9 x]31<Ql Collagenl, Fibronectin, a-
SMA 2 Vimentin®] #&& western blottingo & H218}%it}.

29

I Ad, otdld Al: Fol+(CKD)o| A= Collagenl, Fibronectin, a-SMA, Vimentin®] &=k
3wk, ofuld AR 2 KBLA09 o i (CKDHKBLAO9) ol = ol 8k Al 743k A& Fls At (= 1
webA] . 2 odg o] KBLA09w A AFstE and o dAste] A &l ok v AR e Hegs oA

S W HEEE ¢+ A

3-4. A% W RYAZ W3} el

A Aol e AsHs F/S0-A MY S A £3e miARAY que wh, olel, WA %A
o hEA EAA fAAES] A& Awo] @ KBLAYS) FIE 157 Asked, ANe] 3104 Fu
2 7o) N 24 AEL olgstel YT WakE nRsAn.

/\"\] o 3—101]*1 2R 7—’,* EQ A zRoaRE AME 28 AL X7l F4/80, Cd68, L monocyteo] Tj
3 2 ATH-E(qPCR) A1 o2 &1 T,

I A3, F4/80, Cd68 2 Mcple] mRNA & o] oftjd Alg FofF(CKD)oAM = A S7FeE vk, oldld AR
9 KBL409 o< (CKDHKBL409) ol A= Fr2lshAl ZAadt RS st (= 14).

3-4-3. ZAWTH A

A7) A 3-3-13 AT o R A 3-1eA A& A 24 MES F4HL x20d w4y e
¥ (formalin fixed paraffin embedded(FFPE))E A 4 pm FA9 2 AHo=z A3 & AL H&
v

x=
gl A3EQ1 F4/80 R (D68e] FAE ol gste] WAxAg et A4 & Fotdv|dom dEs3iv.

,obald AR o (CKD) ol A= Alsext Abolad wief wiafAle] 3 &e] iz (Con)ell w3l & #13]
7Veka A ek, obelyl AbE 2 KBL409 oI *(CKDHKBL409) ol A= & Am7t =7

whebd, KBLA0OS) el Al AR AelA tlAAEe) A& oAlshs &N e & & A



[0120]

[0121]

[0122]

[0123]

[0124]

[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

[0133]

[0134]
[0135]

[0136]

SEE06 10-2254310
3-5. A% W AZE vl (inflammasome) LAY A3} el
AEeubES thokel 23] AS-F8 A5E AL caspase-19] A sE FE T8 AATA Ale|EA}
A, i IL-1p % IL-189] AAS xdshs wajd Hakalolw, v RN Ax Ao T8 71d
SHt]l pyroptosisi= QlEehubsiel oo fdsl= Aoz dejA S, o, Al A=epvis Lol g

a
KBL4099] #ZE E<Qlsly] Hstd, AAld 3-1404 &Rk 7} :L,] NA 22
Nlrp3, IL-189] o& 4] 2 NRLP3 <1&hufs9 %

3-5-1. Tir4, Asc, Nlrp3 ¥ IL-18 Zd= &4

AAd 3-104 & 7} o] A 2o 2RE F2 XAudF(lipopolysaccharide) 58 A8t 1&g}
o A3 E F o}: Tird §2A=F, AZgut&Eol T4 249 Asc 2 Nirp3, S1Z#nisd] 93 d5uk-3 3}
o] Fo AlelE71Iel IL-189) mRNA WA S ABA THEA AN (PR) BH o2 B,

1 A7, Tlrd, Asc, Nirp3 2 IL-189] mRNA &S o2 (Con) wiH] oldld Al® EO#?L(CKDMW—E A
F7reh v, obeld Abs 9l KBLA09 Fof 7 (CKDYKBLA09) ol A= Fol3hAl #Hadt & Elalth(= 16). o] &
M, B odbd o] KBL409S] Fol= vk AR % A% W Tird, Asc, Nirp3, IL-18¢] g;% A A st= &It

OO 2~
25 < F UM

o

3!
352, ZAWeIHH AA}

A7) AAe 3-3-17 Fd3 WHom Fujd A A AES AU xEwd nAI dgd 2
(formalin fixed paraffin embedded(FFPE))E A 4 um FAY %7 AHo=m AZe T QZgiuldol 74

229 NLP3S] BAE ol gste] MezAserd g F PetAnFon HReT.

I A, ol AlE T (CKD) M= thE(Con)oll Bla] WA A13A 3 Z] RLP3 W&o &
3] Z7FsFE A ek, oldld AlE 2 KBL409 Fof - (CKDHKBL409) o A= I A 74T AL 3IsAtH (= 17). ©]
2, KBL4099] Fo]&= whA AlR-A FEA] S71E NRLP39] L3S oAsts adirt 98 & & U

3-6. AF W vEZ=g ol Wzl &<l

nEFegole] FR3% 7|F T sys kW Ee AW 2E A3 gAEEZRE U2 JdUXE ATPE
A 7)== 4bs) Jatsl 348 Fdskes Bolt). olye nEIZ=gole] 7]F o]io] A% Aghel Wy 7|
#Foshs Aoz dHA U, Td A U rEZ=goete] e wWsle] g KBL4099]
a9E FAdstr] fsted, AAld 3-1d4 Fre ZF o] A 24 AMES FI HAA @v| A (transmission
electron microscope) o & #23}AT),

o
H
127
N
PN
N
= 2
=

A, & 18RHFE 1T = 9%l otdd Al T (CKD)oAE A Ul mlEEEgele] A7)7F A
atal iufo]l spdH o] cristae’t AAE A e 4 ddok. Wk, obdld AlE 9 KBL409 Foit
(CKD+KBL409) Al A = v EZE=gote] 271 388 AL Rl vh(= 18). webx], KBL409e] Fol& v Al
F A A BAskE v EZEole] V) o] s I HATIE AUt AdSS & F USlTh

3-7. AAH GFNEY W Fa

2 A v dFoR Qe tiAAxEe} Hxrh @AdstEW IL-1BINF-a s thEeE AbolEFIe] M H L,
A Al SXEY Fepale] F2o] dojuAl Hol Alio] WA A %B}. olell, W Aol frime wf
§-22 meo] dalig dFw-gol oieh KBL4099] &3E ElE] fate, Mg TS fFEshs AlES}
A9 IL-6 2 INF-a©] 55 aa A 19 I3 AN ELISHS o83t FAsin

o AT, ol AlE FAFH(CKD)OIAE tlEdH(Con)ol HE] IL-6 2 MNF-a9 =7 BT AA
deationt, obdid At Bl KBLA09 o (CKDHKBLA09) Al A= frolatAl #HAad & Fsigivh(e 19). o
2k, KBL409 w77} wHAd AR RdleA [L-6 ¥ INF-a & At A d5uheS estes avrt gl

&5 skt
A 4. BF 25 B4 TE ¥l wu AY
4-1. BF p-IAAZF & W3 Hu

o)A PEHE pAARE AF 2
O

e A
[e] gl [e] i
of Yk calibration curve® Z=&F3Ith. A A £H3 A A RE 0]%5}04 AU E

R



[0137]

[0138]

[0139]

[0140]

[0141]

[0142]
[0143]

[0144]

SE506 10-2254310

FE AY vk~ €3 50 plel X3 Ak 2.5 uLE ¥l 90 €30 min 7FE3 & 4|3 internal standard
(0.2 mg/mL 2,6-dimethylphenol, Sigma-Aldrich)E 2.5 pL ¥, 4 &uj249] ethyl acetateE 50 plL ¥
o] 187F vortex@ AJo]FRAth. ©]& 15,000 rpmoll A 287 PAIEE] & GC vial (with 250 pl glass inser
t)ell FSdE Gl GC-MS &2 Ao 19 5 AE Al AH8H 4 g3 LA A3

A7) calibration curve® 7|¥te 2 Z} A|5H¥ p-IAE T&%
’F -2 (ContPBS) ol M= w5 Fof ofF

92 A S (CKDHPBS) ol A 9] HukEel p | 5
(CKD+positive) @} KBL409 5 Fo*(CKDHKBL409) 7t p-AelE F&E vugds v, KBL409 5 F
ol p-AdE FE7F WA SAEHE Fol BEHJT(E 204). KBLA09 &} thE 2% 9] gEnRA I~
=g fdFE(ATCC832 % ATCC4357) & Folgh nfg-29] EF FR& Huds o, v A%d XA
5 FoslA] g2 T (CKDPBS) 9] p-A#E F=ol W3] KBL409 ¥ F Al (CKD+KBL409) EF p-TAdE F&=
ZAag Zlo] EIFEen, tE 2F9 gEnE A A=Y~ FFES T mF9-2(CKDHATCCE32 2
CKDHATCC4357) o= % p-IdE: 5% #2dd & iyl g Aoz geddrt: CKD+PBS: 19.8 ul;
CKD+KBL409: 15.9 pM; CKD+ATCC832; 18.2 nM; CKD+ATCC4357: 23.7 uM(X= 20B). whebx], ¥ wbw o] KBL409
TFE e gEEE s ojA=de| s 5o Blete] p-AdE A a3 SHolA A 7S I3
o}.

4-2. EF TMAO = W3l Hm

g3 TMAOE A1 H3 Ao wel 1-90 pM Ale] ¢ Aoz FQlFo], g
curve® E=E3SITH. A A S Y ARE o835t EF MO s=& 5
24 30puLel ice cold MeOH 120 uL (LC grade)E ¥l vortex Imin. 20,000g, 4TC2

100 uLZ vivaspin 500, 3KDaoll &9 3a}lar 15,000g, 4C30min 7F centrifuged €& filtrateZ total recovery
vialel Hol TMAO A& 93 A 5= AFE3H3IT.

NAF=uETHIE ARSI Ao TMAOE FHAsIItE. A171= PLC-qI0FE AR&3F32™ |, Positive
ESI ionization, sensitive mode® HA1E Z&s}th, o] Ao =2= (A) 0.045% ammonium hydroxide, 0.025%
formic acid (pH8.1), (B) pure acetonitriled AF&3FIo™, Z7|x3 95% (B)olA]l 2.5 45% (B), 539l
Al 95% (B)7} H %= dtgoen 18]al 558 744 95% (B)E H-AstEe= 91, flow rate 0.4mL/minC. 2
EAEAT. B4 A2 ACQUITY UPLC BEH Amide Column 130A, 1.7 um, 2.1 mm (186004801, waters)E Ab&-
S tk. MS parameters@+ Capillary votage 2KV, Sampling cone 15, Source offset 10, Source temperature
150 CDesolvation temperature 200°C00, Nebuliser 7 & 3&}Sit}.

A@TelA BF IO 5% 2 KBLA09S] FFHE Qlatgith. 41, KBLAYE TEE 9 AFEE Fold ¥
A ARe A% A0 BEE sk, W AR %EM 0 % 271} SIEen (CKPES)
8 aswe] KBL409E Fold mherolAi FEE MMA0Y FF vE fFavh 29

KBL409) (%= 21A). th&o.=, KBL409E 338k Al $9 L. acidophiluss o3k wbAd A%
A "dE MO EEE 39ty W AlEAd §EZ T 2% Z7H7F Sdxgoer FAs A £ L.
acidophilus 7 EFelA] THAO FE7k RFasl ok, 53] KBLAO9 #F8 Foldh nh2dd 8% TN0 $=
7 A4 A Bad o] FAHYT(E 21B).

AAle] 5. KBL409F F7}¢] Z=ulo] Q¥ 459 HE Fo

fFre k-2 29 A2 g 7579 Fo

2 A3 AE Fd AF 20g Hele 7% C57BL/6 vh-~8 24 79 10vEH, 34 di&7 (Control), ®HA

AFA = (CKD), Renadyl (KIBOW BIOTECH, ®5%) o] b4 o)z (CKDtpositive control), KBLA09

ol - (CKD+KBL409), KBL409+KBL382 H-8& o *(CKD+KBL409+mixed1(382)), KBL409+KBL396 H-& o
rf’_
—

(CKD+KBL409+mixed2(396)) 2] % 62 o] AdS s, v ARd f= A2 ofdld A1z
Fojgtel whd ARAL FEsigien ) ofdd AlgEe BAEQ 2old 0.299 oldldS F713 Ao|r) Eu%

AT, KBL409 #3E 1x10° CFUE ojdl 27 Folatdrt. W& w3 (KBLAOOHKBLIS2 = KBLAO9+KBL396)]

Jn g N

75, KBLA09E 7x10° CFUZ, KBL382 H:+= KBL396+= 3x10° CFUS A Tt HA g 1x10° CFUE i

Q) Folstglrh. PYHELE Renadyl EF BFRFE AA 257 110’ CFU7F HES e AT Folshginh,

_20_



[0145]
[0146]

[0147]

[0148]

[0149]

[0150]

[0151]

[0152]

[0153]

0.05% L-cysteine®] 33t¥ PBSo| deste] £H|SIAT. BE 19 w92+ 657 A
5-2. A% A& vlFA 9 T W3 Fol

@ e M QTS 2

[e)
(e} 1o = A [e)
2290 Nirp3, % QlZgulgdd ok dFuks Aol F9 Ato]E7IRIQ1 1L-189] WA Pre-IL13
Kol

2

2 Ay, Nlrp3 2 Pre-IL182] mRNA &2 tjxw(Control) tiH] g AR FET(CKD) oA ZF7hek wt
Y4 tlE=a(CKDtpositive control), KBL409 W& 5o (CKDHKBL409), KBL409+KBL382 W& 5o
(CKD+KBL409+mixed1(382)), KBL409+KBL396 & o (CKD+KBL409+tmixed2(396))A= 7Hadt AL &els)
(& 22). 1 FolA%, KBLA0O9+KBL382 & o< (CKDHKBL409+mixed1(382))ll A th& ZiFol Hl&] $-4
Ppargcla, Tfam 2 Mfnle @& =7} §37F #FHArH(E 23). o]=4, E o] KBL409 ¥ KBL382¢9] H

(F o oo % 32 MU

[e]
Fol #FE BE olstde wuth w4 A%d % A% Z@olM Ppargela, Tan % Minl®) B@AS 0%
ARHOR FAA, oldF 4 AEOR PEZCIe} Jls g mE NF RS AHHOR o =
128 5 422 4+ Ak

5-2-2. Fn ¥ Procoll &

oft

2 Bax/Bcl2 H]& 4

XA (apoptosis) 318A A7]5FNE v ddA ded, A% 3L Baxs EA431A17]13 Bel2
A

st &, A AT A EANA Baxe ¥ FIAE
3L
()

o
TN F-AEANE ald | Bel-2% Baxel 93 ‘o 377 & AEdeE d-AEAPE dwldo]y,
Bax/Bcl2 BI&S AXE Alde] Fo AAAA7F Hu. B A=, A7) ZF 1o AF o RRE, i
¢l AfA Asko] vlo]omtAQl Fn(HB29WEl) 2 Procolle] mRNA @& &3} Bax 2 Bel29 wad=s A=A =
3k

i AN (PR 2 B4 B8,

71 A3}, Fn, Procoll?] mRNA ¥F&aF % Bax/Bel2 ®| &€& thZ+(Control) tiH] WAl A1HA F=(CKD) oA
= ke kA o) 2+ (CKD+positive control), KBL409 W& Fof 72 (CKD+KBL409), KBL409+KBL382 & F<
o (CKD+KBL409+mixed1(382)), KBL409+KBL396 W& o] (CKDHKBL409+mixed2(396))o = FJ3tA 743 A
Kel
3l

N
>
o

o -

13elty. 1 Foll A%, KBLA09+KBL382 W& Fofw- (CKD+KBL409tmixed1(382)) oA th& 1H-f Hlsl] $-5
Fn, Procoll % Bax/Bcl29] Al &3}7} BZEJTH(E 24). o]2H, v AR A G5 5 Zdox & 2
Ho] KBL409 2 KBL3829] WM& Folv 75 W5 Fosds wrt 9US &340 = Fn, Procoll ¥ Bax9
WS oAA]7]AL Bel2o] RS FTMNFOEHA olfg A ALoR A A3s aiAoR o e A
=23

g ¢ dee &5 A
oPFoR B o ge B RS PAS slEstaEn, 3AA B4 A4 /b Al ol o]
e TAR g @A nad AN Bolul, old] ola) ¥ we] W7k AgHE Aol okl WL
Hulg golth, mekd ¥ odyel AdHe Welk AVE ZTFENR TREY /1R ool goldrin @
Aelek
TEYZE

N

ERE I S e e

pul

TS KCTC13509BP
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669
-L69
-60¥
-0y
-18€
-LLE
-9.€
-8€E
-LEE
-Z€E

150~

o w
-—

(%) 10s9419-d Bujureway

B
H

o2
o
<t
@

%858 -
N
o
tm‘mww ' L
(&)
£
% | %06 -
o)
L
S %16 -
c
S
o | %56 -
(]
n
m 5
n
g |
B_U-I. T T T
ag 8 8 8 °

o~ - -

(Wwr) uonesuasuos josaloa-d

18 24 30 36

Time (hour)

12

o

_23_



10-2254310

(e

&

- B N o D
(wiyBd) p-1

i

s
(=]
-1

i <
H

T & + & =
(rudd) z-

- m_&mNQ
.wwoc
¥ .8010\«»0
* sﬂt&.ﬂv
[
EREEEE
(wBd) v
()]
.
p)
f&
+ .nco.
I 2
H -
* .vﬂn.&
%
g z z S
(qw/bd) g1- (&)
O N

H

R &

(uyBd) 1-pN4)

_24_



k1
g
N

IL-10 {pg/mL)
E T B

2

v

v

6F
sacrifice

Creatinine (me/d)

NN

o
=8
C57BL/6
Control @
S Probiotics 1x10° CFU ZF 0 &
Control + _ -
Probiotics 58
D Adenine Z&E chow 43
CKD = =
Adenine Z&E chow 43
CKD + /& & Probiotics 1x10° CFU Z7 0¥ &
Probiotics
EH9
BUN (me/di)
40 : 0.4
t 0.3
30
0.2
2L m o [
10 0.0
Con Con + CKD CKD + Con Con +
KBL409

KBL409

*, P<0.05 vs. Con and CKD + KBL409; 1, p<0.05 vs. CKD
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SES06 10-2254310

EH]10
ACR (pg/mg)
40 .
30 t
20 Z
%
i
Con Con + CKD CKD +
KBL409 KBL409

*, P<0.05 vs. Con and CKD + KBL409; T, p<0.05 vs. CKD

Procolla Acta2
10 2 *
< *
<
z 8 Z1s
£ 6 [ t
2 ) g 1
54 ;
& 2os
2 e Y
o L1 = 0
Con Con + CKD CKD + Con Con + CKD CKD +
KBL409 KBL409 KBL409 KBL409

*, P<0.05 vs. Con and CKD + KBL409; T, p<0.05 vs. CKD
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Collgen1
5 s :
@
2 3
e 2
B 1
£ 0
Collagen1 &
c 5 Fibronectin
5 *
g a
g3 !
Fibronectin ]
o 2
2
1
20
a-SMA s 4 a-SMA
s +
g
v 2
o
21
Vimentin & o
Vimentin
5 5 *
!
<
g 3
) 5, y
B-actin [
o_‘_,; A
20
Con Con + CKD CKD + Con Con+ CKD CKD +
KBL409 KBL409 KBLAO9 KBLA09

*, P<0.05 vs. Con and CKD + KBL409; 1, p<0.05 vs. CKD

F4/80 cd68 Mepl
2.5
10 10
< < =3 s : i
s 8 z 8 ] T
3 “E'- £ 15
E 6 6 T £
g 1 £ g
2 4 £ 4 H 1
T i S
e 2 x® 2 e 05
0 0 0
Con Con+ KD CKD + Con Cont KD CKD + Con Con+ KD CKD +
KBLA09 KBL409 KBL409 KBL409 KBLA0D KBL40S

*, P<0.05 vs. Con and CKD + KBL409; , p<0.05 vs. CKD

_27_



Relative mRNA

Relative mRNA

w16
" Tir4 .
<
1
15 =
(=
1 S
=]
fL.
0.5 g
1]
Con Con + CKD CKD +
KBL409 KBL409
3 Asc S
2.5 <
2 t =
1.5 s
o
1 ®
0. &
Con Con + CKD CKD +
KBL409 KBL409
*, P<0.05 vs. Con and CKD + KBL409; T, p<0.05 vs. CKD
Hi17

1.5

[

0.5

Nirp3

I

Con Con + CKD CKD +
KBL409 KBL409
1-18 *
i I t
Con Con + CKD CKD +
KBL409 KBL409
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11-6 (pe/mi) Tnfa (pe/mi)
30 10
20 t
5 19
0 0
Con Con + CKD CKD + Con Con + CKD CKD +
KBL409 KBL409 KBL409 KBL409

*, P<0.05 vs. Con and CKD + KBL409; 1, p<0.05 vs. CKD

EH20

104

M
s 8
4
ool o
uM
2 3
e
4
trt-=F

- g & & glalg &
g £|8 o8 58 8 BlS]5 &
2% B2 %|& Sgﬁgéégg
‘gxgx oéfquéfqg
t z & § E = 5|18 &
soé:‘ § £ = o %
O O glo 0§§ o
o

_29_



S==5| 10-2254310

EH2]
A 2500, a B ssio-
v ns
20004
1000
1500 L4 <
= ab =
1000 * A
- 500+
LA T+ ®
T S
O 2 & 2 £ ¢ & 8 &
: : 3 p % 3
o - - o - - * a 8 3 x 2 8 3
3 o o & o m § x £ © 2 x £ ©
s £ X e X X o £ g E * < E
[X] 2 = o = = s = « © a + <«
° =] =) = ] * X [=] +
5 = o = = £ 5 o x 2
+ T = z ] t 5 o X
s x = & c 5 E o
e o (=] Q (] =]
= & X x (5]
< = 7] o
2 ]
© o
EH22
Nirp3 Pre-IL18
2.0 2.0
: :
nEt 1.5 nE: 1.5
‘g 1.0 ¢ 1.0
k] 3
o 0.5 o 05
x 12
0.0 0.0
0O Control
B ckD
E CKD + positive control
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3.0

2.0

Relative mRNA

1.0 r]
0.0

Fn

O Control

B cKD

E CKD + positive control
CKD + KBL409

B CKD + KBL409 + mixed1 (382)
CKD + KBL409 + mixed2 (396)

g g

<110> Ko BioLabs, Inc.

<120> Lactobacillus Acidophilus KBL409 and Use

<130> KPCA190833

<160> 3

<170> KoPatentIn 3.0

<210> 1
<211> 1475
<212> DNA

3.0

2.0

1.0

Relative mRNA

0.0

6.0

4.0

2.0

0.0

<213> Lactobacillus acidophilus

<400> 1
gggaaagttg
gtgatgacgt
tagtctggga

tcagcttata

gttggtaggg
ccacattggg
acaatggacg
aagctctgtt
aaccagaaag
ttgtccggat

cccteggett

cggggtgcta
tgggaacgcg
taccacttgg

aaaggcegscg

taacggccta
actgagacac
aaagtctgat
gttggtgaag
tcacggctaa
ttattgggcg

aaccgaggaa

tacatgcagt
agcggcggat
aaacaggtgc

taagctgtcg

ccaaggcaat
ggcccaaact
ggagcaacgc
aaggatagag
ctacgtgcca
taaagcgagc

ctgcatcgga

cgagcgaget gaaccaacag

gggtgagtaa cacgtgggga

taataccgga taagaaagca

ctatgggatg gccccgeggt

gatgcatagc cgagttgaga

cctacgggag gcagcagtag

cgcgtgagtg aagaaggttt

gtagtaactg gectttattt

gcagccgegg taatacgtag

gcaggcggaa gaataagtct

aactgttttt cttgagtgca

_31_

Procol1

Bax/Bcl2

Thereof

attcacttcg
acctgcccca
gatcgcatga

gcattagcta

gactgatcgg
ggaatcttcc
tcggatcgta
gacggtaatc
gtggcaageg
gatgtgaaag

gdagaggaga
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gtggaactcc
geggcetetcet
gataccctgg
tcagtgctge
actcaaagga
acgcgaagaa

ttcggggaca

gttaagtccce
taatgagact
cttatgacct
aggcaagcga
cgaagctgga
ttgtacacac

ttcgggaagg

<210> 2

atgtgtagcg
ggtctgcaac
tagtccatgc
agctaacgca
attgacgggg
ccttaccagg

ctaagacagg

gcaacgagcg
gcceggtgaca
gggctacaca
atctcttaaa
atcgctagta
cgccecegtcac

agccgtctaa

<211> 1472

<212> DNA

gtggaatgceg
tgacgctgag
cgtaaacgat
ttaagcactc
gcecegeacaa
tcttgacatc

tggtgcatgg

caacccttgt
aaccggagga
cgtgctacaa
gctgttctca
atcgcggatc
accatgggag

gcagtcaggt

<213> Lactobacillus paracasei

<400> 2
gcaggtggeg
cgagattcaa
agtgggggat
tcttggetga
ttggtgaggt

cacattggga

caatggacgc
aactctgttg
accagaaagc
tatccggatt
cctecggcetta

tggaactcca

ggtgctatac
catggaacga
aacatttgga
aagatggcegt
aatggctcac

ctgagacacg

aagtctgatg
ttggagaaga
cacggctaac
tattgggegt
accgaggaag

tgtgtagegg

atgcagtcga
gtggceggacg
aacagatgct
aagctatcgc
caaggcgatg

gcccaaactce

gagcaacgcc
atggtcggcea
tacgtgccag
aaagcgageg
cgcatcggaa

tgaaatgcgt

tagatatatg
gctcgaaage
gagtgctaag
cgeetggggg
gcggtggage
tagtgcaatc

ctgtcgtcag

cattagttgc
aggtggggat
tggacagtac
gttcggactg
agcacgccgce
tctgcaatgc

gttce

cgagttctcg
ggtgagtaac
aataccgcat
ttttggatgg
atacgtagcc

ctacgggagg

gcgtgagtga
gagtaactgt
cagccgeggt
caggeggttt
actgggaaac

agatatatgg

gaagaacacc
atgggtageg
tgttgggagg
agtacgaccg
atgtggttta
cgtagagata

ctcgtgtcegt

cagcattaag
gacgtcaagt
aacgaggagce
cagtctgcaa
ggtgaatacg

CCaaagccgg

ttgatgatcg
acgtgggtaa
agatccaaga
acccgeggeg
gaactgagag

cagcagtagg

agaaggcttt
tgtcggegtg
aatacgtagg
tttaagtctg
ttgagtgcag

aagaacacca
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agtggcgaag
aacaggatta
tttcegecte
caaggttgaa
attcgaagca
cggagttccc

gagatgttgg

ttgggcactc
catcatgccc
aagcctgcga
ctcgactgca
ttcecegggee

tggcctaacc

gtgcttgcac
cctgeectta
accgcatggt
tattagctag
gttgatcggce

gaatcttcca

cgggtcgtaa
acggtatcca
tggcaagcgt
atgtgaaagc
aagaggacag

gtggcgaagg

720
780
840
900
960
1020

1080

1140
1200
1260
1320
1380
1440

1475

60
120
180
240
300

360

420
480
540
600
660

720

SE5061 10-2254310



cggctgtctg

ataccctggt
cagtgccgca
tcaaaggaat
gcgaagaacc
Cgggggcaaa
taagtcccgce

gtaagactgc

tatgacctgg
tcaagctaat
aagtcggaat
gtacacaccg
ttagggageg

<210> 3

gtctgtaact

agtccatgcc
gctaacgcat
tgacgggggc
ttaccaggtc
atgacaggtg
aacgagcgca

cggtgacaaa

gctacacacg
ctcttaaagc
cgctagtaat
ccegtceacac

agcgtctaag

<211> 1492

<212> DNA

gacgctgagg

gtaaacgatg
taagcattcc
ccgcacaagce
ttgacatctt
gtgcatggtt
acccttatga

ccggaggaag

tgctacaatg
cattctcagt
cgcggatcag
catgagagtt

tggctcacgce

<213> Lactobacillus plantarum

<400> 3

tatcagtacg

tttacatttg
gggataacac
cttgaaagat
ggggtaacgg
tgggactgag
gacgaaagtc

tgttgttaaa

aaagccacgg
ggatttattg
gctcaaccga
ctccatgtgt

gtctggtctg

tgctataatg

agtgagtggce
ctggaaacag
ggcttcegget
ctcaccatgg
acacggccca
tgatggagca

gaagaacata

ctaactacgt
ggcgtaaagc
agaagtgcat
agcggtgaaa

taactgacgc

cagtcgacga

gaactggtga
atgctaatac
atcacttttg
caatgatacg
aactcctacg
acgcecgegtg

tctgagagta

gccagcagcec
gagcgcagge
cggaaactgg
tgcgtagata

tgaggctcga

ctcgaaagca

aatgctaggt
gcetggggag
ggtggagcat
ttgatcacct
gtcgtcagcet
ctagttgcca

gtggggatga

gatggtacaa
tcggactgta
cacgcegegg
tgtaacaccc

ct

ctctggtatt

gtaacacgtg
cgcataacaa
gatggtcccg
tagccgacct
ggaggcagea
agtgaagaag

actgttcagg

gcggtaatac
ggttttttaa
gaaacttgag
tatggaagaa

aagtatgggt

tgggtagega

gttggagggt
tacgaccgca
gtggtttaat
gagagatcag
cgtgtcgtga
gcatttagtt

cgtcaaatca

cgagttgcga
ggctgcaact

tgaatacgtt

gaagccggtg

gattggtgct

ggaaacctgc
cttggaccge
cggcgtatta
gagagggtaa
gtagggaatc
ggtttcggct

tattgacggt

gtaggtggcea
gtctgatgtg
tgcagaagag
caccagtggce

agcCaaacagg
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acaggattag

ttcegeectt
aggttgaaac
tcgaagcaac
gtttceceett
gatgttgggt
gggcactcta

tcatgcccct

gaccgcegagg
cgcctacacg
ccecgggectt

gcgtaaccct

tgcatcatga

ccagaagcgg
atggtccgag
gctagatggt
tcggccacat
ttccacaatg
cgtaaaactc

atttaaccag

agcgttgtcec
aaagccttcg
gacagtggaa
gaaggcggct

attagatacc

780

840
900
960
1020
1080
1140

1200

1260
1320
1380
1440

1472

60

120
180
240
300
360
420

480

540
600
660
720

780

SE5061 10-2254310



ctggtagtcc

ctgcagctaa

aaggaattga
gcgaagaaac
ttceetteeg
cgtgagaatg
gcattaagtt
cgtcaaatca

cgagttgega

ggctgcaact
tgaatacgtt

aaagtcggtg

ataccgtaaa

cgcattaagc

cgggggecce
cttacccagg
gggacatggg
tttgggttta
gggcactctg
tcatgcccect

actcgcgaga

cgcctacatg
ccegggectt

gggtaacctt

cgatgaatgc

attccgeetg

gcacaagcgg
ttttgacata
ataccgggtg
agttccccga
gtgagactgc
tatgacctgg

gtaagctaat

aagtcggaat
gtacacaccg

tagaaccagc

taagtgttgg

ggggagtacg

tgggagcatg
ctaatgcaaa
ggtgcatggg
aacgagcgca
cggtgacaaa
gctacacacg

ctcttaaagc

cgctagtaat
ccegtcacac

cgcctaatgg

agggtttcecg

gcecgeaagg

tgggtttaat
ttctaaagag
ttggtcgtca
acccttatta
ccggaggaag
tgctacaatg

cattctcagt

cgcggatcag
catgagagtt

caccaccatg

_34_

cccttcagtg

ctgaaactca

tcaaagctac
attagaacgt
gcttegtggt
tcagttgcca
gtggggatga
gatggtacaa

tcggattgta

catgccgegg
tgtaacaccc

cg

SES06 10-2254310

840

900

960
1020
1080
1140
1200
1260

1320

1380
1440

1492



	문서
	서지사항
	요 약
	대 표 도
	청구범위
	발명의 설명
	기 술 분 야
	배 경 기 술
	발명의 내용
	해결하려는 과제
	과제의 해결 수단
	발명의 효과

	도면의 간단한 설명
	발명을 실시하기 위한 구체적인 내용

	도면
	도면1
	도면2
	도면3
	도면4
	도면5
	도면6
	도면7
	도면8
	도면9
	도면10
	도면11
	도면12
	도면13
	도면14
	도면15
	도면16
	도면17
	도면18
	도면19
	도면20
	도면21
	도면22
	도면23
	도면24

	서 열 목 록



문서
서지사항 1
요 약 1
대 표 도 1
청구범위 3
발명의 설명 4
 기 술 분 야 4
 배 경 기 술 4
 발명의 내용 6
  해결하려는 과제 6
  과제의 해결 수단 6
  발명의 효과 7
 도면의 간단한 설명 7
 발명을 실시하기 위한 구체적인 내용 8
도면 22
 도면1 22
 도면2 22
 도면3 23
 도면4 23
 도면5 24
 도면6 24
 도면7 25
 도면8 25
 도면9 25
 도면10 26
 도면11 26
 도면12 26
 도면13 27
 도면14 27
 도면15 27
 도면16 28
 도면17 28
 도면18 29
 도면19 29
 도면20 29
 도면21 30
 도면22 30
 도면23 30
 도면24 31
서 열 목 록 31
