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ZIMES xFehe Z2HE XFetaL,

A4y A B FAY wlolel~ &8 RT-RPA(Reverse transcriptase-recombinase polymerase amplification)
zetolW NEE xstsheE, @43 A B FAY viold s HEE A E.

3TE 6
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48 A B A wpolE 2~ 7HEE RT-RPA(Reverse transcriptase-recombinase polymerase amplification)
ZglolH NEE ¥3steE, 33 A B AAY vlolglx HAEE Y E.
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rlo
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B ow o] glojA | "FAlY who]l2i X~ (foot-and-mouth disease virus)"#, A, #HA|, &, dx 53 7
4 mlolel a2 A, FAIHY o] HE wio]lH~E u[it}. 4]

= O
altA
A,
rlr
offt
i

=0, A, C, Asia BIS) T oA7HA §E@9 dHFom EREY, Ak H4E 22 WA 28meo
7)o r e ddrige] RNAS et 9lew, V-1, VP-2, VP-3, B! VP-4 ] 7je] e
’~ = o)

Al wlele 2 QI g FASEHE dlolg oy, FAlH dle] & upolg 2~ ool AlSHEA] ket
2 wAA QdojA], “xtolw (primer)” &  HL AEY FEIAHEJ]  SHIFEYLEHE
(oligonucleotide) 241 H-23}= DNA = RNAQ WithH 71ge] ARz QX o] Eo]zor Hzxo] {FHxle]

SE(amlification & ANehs dE s SennIAeuEeA, vibAaAE FAC] vholese VP-1

FaAel Soldew Ages £ ; .

T 29 A7INES xFshE SEaL
A

A, "FE(kit)"E FAYG uwlol#~e] RNAS FE /e AFEY TAY wlol¥H A Y

T U= AL 7I71E uEhy, FAY Hlolu e FAEUS AR o4y

AEZSTEH FAY volg 29 el o5 Q1% = ole FHebd Aol

g2~ VP-1 FA A digte] dRA0 MEs 7 e = = Z#o|H(primer) AEZS

W, TS At sAlE E EHe] Zeloln] HEE ¥ FA ] wlolE] 2~ VP-

Ag3= A (antibody) BT SIEFH (aptamer)ES X3t FH|d F doy, FAY nlolg X~
B

o RAE 2F 9/EE AEse] TAY voldx gd oRE BT 5 e 3

32

B Ao glold, “AZE(detection)” o]&F FA|Y nlolg]2o] ZAHYS AoR JAHE & A4
dlolg] 2~ 79 AF-E ddete Wl e ASZA, FA|Y nlol#{2~9 RNAE FRlste] nlole{ 74l of K
HO o
H=

B ool olojA, "AETE AR (biological sample)"# A Hlolg] o) 7P FEoX FA|Y nHlolZ
29 RNAE X311 &= BEe ARE ovlsi, atgleiAe 89, g%, 8%, =, 24, Ax, g9, A
&, my, 2w 5 S olon, Al wholH o] RNAE 1T F e ARHY olo) AFHA Ferh.

© sajoln] W AAME 20 97D TG Lejolw B
Eg AFd. 37] Teelr AEE AAUE 1
W, R NGNS 1 W/EE 20 FhE e 4GS TFE 5 dom, FAY vl

soldow AF® & Yx Adoldu ojd] AgEA et

Fuld | Alofd |, EvoBlue, &AFX, 72X 24 (carbopyronin), YWZEd, ujo o}
AGEDN, goldl, 7t2ntE T 7| #HEo=w 7AE FPF A EE o9 FLA Ze FF Holojgrt A
gxom A4 ke AfFAelAdE F Ut dF Eol, £ wHe] PF HolojE= (yb.5 (694), Cy7 (773),
ATTO 390™ (479), ATTO 425™ (484), ATTO 465™ (508), ATTO 488™ (523), ATTO 495™ (527), ATTO

520™ (538), ATTO 532™ (553), ATTO Rho6G™ (570), ATTO 550™ (576), ATTO 565™ (592), ATTO Rho3B
™ (565), ATTO Rholl™ (608), ATTO Rhol2™ (532), ATTO Thiol2™ (579), ATTO 610™ (634), ATTO 611
X™ (681), ATTO 620™ (643), ATTO Rhold™ (625), ATTO 633™ (657), ATTO 647™ (669), ATTO 647 N™
(669), ATTO 655™ (684), ATTO Oxal2™ (663), ATTO 700™ (719), ATTO 725™ (752), ATTO 740™ (764),
BODIPY TMR (568), BODIPY558/568 (568), BODIPY564/570 (570), EvoBluel0™, EvoBlue30™, MR121, Cy2™
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(506), YO-PRO™-1 (509), YOYO™-1 (509), Calcein (517), FITC (518), FluorX™ (519), Alexa™ (520), =
t}¥l (Rhodamine) 110 (520), 5-FAM (522), Oregon Green™ 500 (522), Oregon Green™ 488 (524), RiboGreen
™ (525), Rhodamine Green™ (527), Rhodamine 123 (529), Magnesium Green™ (531), Calcium Green™
(533), TO-PRO™-1 (533), TOTO1 (533), JOE (548), BODIPY530/550 (550), Dil (565), Cy3™ (570), Alexa™
546 (570), TRITC (572), Magnesium Orange™ (575), ¥ =o|2]E™ R&B (575), Rhodamine Phalloidin (575),
Calcium Orange™ (576), T =4 Y (580), Rhodamine B (580), TAMRA (582), Rhodamine Red™ (590), Cy3.5™
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ZHe] e 49

Eo1E R nge] d Aajdel mE ggd mbe] Al viele s A Ble] A wAS R AaE
Bl =Ho]

Foow 2 g d Aajdel mE A vele s A BRje] V-1 Ak B4 R AaE YEhd =i
°J .

=32 B e o e uhE RT-RPAS FY AdE vEhd melt)

EoAv e o AAjeo] mhE RT-RPA Bl obbR A A79es Tl s UER Edelth

Wiy AAH7] G FAHY g
o
& AN T AAE TH Al Al Sl A E Aol

AA 10 TAY Hpelg A A By HE§ Zjo|n o A

FAS wpolelx A BRG] SolAl AEE zEtolwE AFelr] fste], Ao & HE

7 ARE o] 83te] tF FH(multiplealignment)S sttt 1 ZA¥e & 1o YeRTE. FAY ule]
H2ol AR T VWP-1& AEsRa, 2xHe R V-1 §32F ARE ol&ste A tF AEAS B3I {4
TS FAET. 1 A%eE = 20 UERATE. A A Dol AR X 9& A elstal DNAMAN DNA analysis
software package® ©]&3lo] thgg ZefolwES AZalgivt. AAE ZotolwEE o] &3t TFEALAMW
<& (polymerase chain reaction; PCR)= AAlste] dojdl G271 BAHE=A, thol (dimer)E FAst=A T
&kl Felsla, HEHorw ¥= Zelolu(forward primer), WA Zdlo]H(reverse primer) ¥ HEE
X 2 H(detection probe)E AZAEATE. HEE T2BHE FFuwFELEIE FZo| dT-fluorophore(FAM-
dD) et olol 53t dl-quencher (BIQ-dT) ZHFS abasic el LEFe]= FAF (tetrahydrofuran residue;
THF, &+ dSpacer)ol] At =s AA s, Tdashel o3 T (Ad) S BA 7] skl 3" drkol=
3'-modification ZL&F¢ C3-spacerE wWiX|gto 22X, =Z2uw AsA FFo| TS Ealo] A9 vlo]lgAE 7

2% & =S Addn. 1 qde 719 ® 13 2,

F 1
% B BERL] EELES
¥ Zalolm |5'-CAAMGCACCATTCACGAGACTTGCGCTCCCTTACA-3 1
g2 Zalo]s |5 -CAGGTGCAATGATCTTCTGCTTGTGICTGICTTG -3 2
%4 Tzn |5 -TCGCCGCACAGCTTCCTGCCICITTCAACT — [FAM-dT] € [THF] G [BHQ-dT]| 3
GCAATTCGGGCCACG-[3'~block]

AAld 2: Zeolm FQl

2.1. 134 &9 43

A 1] o g AAE Lol E o] &3ste] FAIY Hlol 2~ A ES FolF FFEo] rhedhA i) 9
&}o], Rapid viral RNA detection 7]E (SPG-FMDV-A-001. Scorpiogen Co. cooperated with TwistDx Co.)& ©]
4-35}o] RT-RPA(reverse transcriptase-recombinase polymerase amplification)E A A|3}Ith. RT-RPAS 2 A]3}
7] fl3te] SAHEE Ba2TdA 28" FAY vole s 0 By B AUE AT E8E A vlely 2~
A B} o 2 5E viral RNA extraction 7]E (1020953, QIAGEN)S- ©]-&3}o] RNAS F&31al, &% RNAS A
3te] 100pg, 10ng, R lug®] RNAE ZH7+e] FHO| war, Al 19 Moo= Axy Zdlo|wES
aglal Z2HE 0.5uLE Zh7be] FHo| Hylstar, A43-945 89 (rehydration buffer)S 29.5uL
o 283 FHFSFE S0uLE BEHE Foll 280mMe] ofM EAMIIV|¢S 2.5uL% F7Eskal 39Tl A

MAIEE Fofl Z710hg 43 Fol FHE 7o} 533k o iAl7]ar, &l 23Tk AR Fol thA]

[ ooy X 1N
T ﬂ,
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k1
N2
(VA

WWA probe

2 VP-1 gene (O type) / HH VP-1 gene (A type)

1
g
HN

M 12 3 45 6 7 8

5. A22 Iraq (A)

7. AD2010 (O)

WWA 476 probe (0.5 ul)
324 F / 625 R (1 ul)

Hqdzz
<110> Republic of Korea(Animal and Plant Quarantine Agency)
Yonsei University Wonju Industry—-Academic Cooperation Foundation
<120> Primer set for detecting foot—and-mouth disease serotype A
<130> DPB174067
<160> 3
<170> KoPatentIn 3.0
<210> 1
<211> 35

<212> DNA
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<213> Artificial Sequence
<220><223> Forward primer
<400> 1

caaagcacca ttcacgagac ttgcgctcece ttaca

<210> 2
<211> 34
<212> DNA
<213

> Artificial Sequence
<220><223> Reverse primer
<400> 2

caggtgcaat gatcttctge ttgtgtctgt cttg

<210> 3
211> 47
<212> DNA

<213> Artificial Sequence
<220><223> Detection probe

<400> 3

tcgcegecaca gettcectgee tetttcaact cggcaattcg ggccacg
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