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1 16S RNA

(Lactobacillus sp.)

(lactic acid)
(homo) (hetero) .
85% , 5
0% )
, pH ,
, (bacteriocin)
(acidolin), (acidophilin), (diacetyl), (reuterin)

, . (Lact
obacillus), (Lactococcus), (Leuconostoc), (Pediococcus) (E
nterococcus) . ,

198Da
, , , 121 15 4 30
. , 284Da , 280nm pH
2.8 , , , (Lb. lactis), (Lb. plantarum)
: » pH
, (ribonucleotide reductase) (thio
doxin) , 148Da ,
, , , (protozoa)



dophilus)

’

(Lactobacillus sp.) ME1'

FCC 11155
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, (Lb. aci
1970
pH 1
, (vaginal track) , , , , ,
, 7,399 (E. coli) 0157:H7
(Lactobacillus) . , '
,2000 3 14 (KFCOC) K
(Lactobacillus sp.) ME1(KFCC 11155) p
, 190nm 453Da ,

, " KHANIN-ME1'
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, (Lactobacillus sp.) ME1(KFCC 11155) KHANIN-ME1 ,

1
(Lactobacillus sp.) ME1(KFCC 11155)

ME1 MRS 37 30 40 . 10,

000 x g 10 20 , . ,
, 20 40

2

1 (ion exchange chromatography),

(gel filtration), (TLO) : ,

(CM Sepharose CL—6B) , (Sephade

XG—-15)

3 : (HPLC)

2 KHANIN-ME1 : ,

(reverse phase column)
1
, (vaginal track) . , , , ; ,

, , 2,683 7,399 , (E. coli) 0157
‘H7 40 .1 40 ,
(Gram +), (catalase -), 7 2 ;

0157:H7 . , 1x10 °C
FU/mI (E. coli) 0157:H7(ATCC 35150) 1%(v/v) (nutrient agar plate) 8m
m (paper disk, Adventec Toyo Roshi Kaisha, Ltd., Japan) , 80
37 18 (mm) ,
1mm? 1AU(arbitrary unit)
. , 50 (API 50 CHL kit, bioMer
ieux Co., France) 50 (API 50 CHL database V4.0) ,
( D D).
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[ 1]
(glycerol) - (salicine) +
(erythritol) - (cellobiose) -
D- (D—arabinose) - (maltose) +
L- (L—arabinose) - (lactose) +
(ribose) - (melibiose) -
D- (D—xylose) - (saccharose) +
L- (L—xylose) - (trehalose) +
(adonitol) - (inulin) -
- -D- (B —methyl—-D—xyloside) - b- (b—gentiobiose) -
(galactose) + D- (D-raffinose) -
D- (D—glucose) + (amidon) -
D-  (D-fructose) + (glycogen) -
D- (D—mannose) + (xylitol) -
L- (L—sorbose) - (melezitose) -
(rhamnose) - D- (D—-turanose) -
(dulcitol) - D- (D—-lyxose) -
(inositol) - D- (D—tagatose) -
(mannitol) - D- (D—fucose) -
(sorbitol) - L- (L—fucose) -
(amygdaline) - D- (D—arabitol) -
(arbutine) - L- (L—arabitol) -
N— - (N—acetyl—glucosamine) + (gluconate) -
a- -D- (o —methyl-D—mannoside) - 2— - (2—keto—gluconate) -
a- -D- (a —methyl-D—glucoside) - 5- - (5—keto—gluconate) -
(esculine) +
, , , , N— - , , ,
, 90.5% . , 16S (ribosomal) RNA
, (Lactobacillus) ( 1). ,
(Lactobacillus sp.) ME1' ,2000 3 14
(KFCC) KFCC 11155
2
(Lactobacillus sp.) ME1(KFCC 11155)
(TLC) , (H
PLC)
2-1:
ME1 MRS (Merck Co., Germany) 2%(v/v) , 37 36
10,000 x g 15 , 108 (rotary vacuu
m evaporator, EYELA, Japan) , 100 30 , 10,
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000 x g 15 .
, 18 (50mM acetate buffer, pH 5.0)
2-2:
(CM Sepharose CL—6B, Biorad.,
U.S.A) (1.5 x 50cm) . 1.8L 0.4
4 . , 0.15
—-0.2M 180

(gel filtration) ,
3 , 0.45 (syringe filter, Gelman Sciences, U.S.A.)
(Sephadex G—15, Biorad., U.S.A.) ,

0.4
, . , (Silicagel 60 T
LC plate) , , 4:1:2(viIviv)
, 254nm (spot)
, 0.5 )
, Rf 0.37
2-3: (HPLC)
(reverse phase C18 column, 4.6 x 1
50mm, Jasco, Japan) , (HPLC) ,
0.3 . , 8 (peak) 2
. " KHANIN-ME1'

3: KHANIN-ME1 ,
3-1: pH

25,50,70 100 1 121 15 ,

( 2).
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[ 2]
Q) (AV)
25 163.3
50 157.7
70 177.6
100 163.5
121 157.7
, pH 0.1N pH 2, 4, 6, 7, 8, 10, 12 ,
400AU/mlI 25 24 , (

3).
[ 3] pH
pH (AU)
2 28.3
4 34.7
6 28.3
7 314
8 25.2
10 314
12 314

2 3 , pH '

. pH 6.8 121

15 90% (Nisin) , KHANIN—-ME1

3-2:

— (UV—Visible recording spectrophotometer, Shimadzu, Japan)

190nm 300nm , 190nm

3-3:

2 (acetonitrile) 1:1(v/v)

, (Platform 1l LC—MS, Micromass, Manchester, U.K.) , 453

(peak) , 453Da
4: KHANIN-ME1
4-1: KHANIN—-ME1
(Lactobacillus sp.) ME1(KFCC 11155) 10,000 x g 15
(50mM acetate buffer, pH 5.0) 3 , - (Bead—B

eater, Biospec, U.S.A.)

ciences, U.S.A.) ,

, 0.45 (syringe filter, Gelman S




, KHANIN—-ME1

(Lactobacillus sp.) ME1(KFCC 11155)
ME1 ,C

’

4-2: KHANIN-ME1

KHANIN-ME1 , ,

L

4]

( > 4, b5).

KHANIN-ME1
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(Gram positive strain)

(Bacillus subtilis, KCCM 35424)

(Lactobacillus acidophilus, KCCM 32820)

(Lactobacillus brevis, KCCM 40061)

(Lactobacillus casei, KCCM 35465)

+H+]+

(Lactobacillus plantarum, KCCM 11322)

(Lactococcus lactis subsp. lactis, KCCM 32406)

(Leuconostoc mesenteroides, KCCM 11324)

(Listeria monocytogenes, KCCM 40307)

(Staphylococcus aureus, ATCC 25923)

(Streptococcus agalactiae, KCCM 11957)

(Streptococcus pyrogenes, ATCC19615)

+[+[+[+

L

5]

KHANIN-ME1

(Gram negative strain)

0157:H7(Escherichia coli 0157:H7, ATCC 35150)

(Pseudomonas aeruginosa, ATCC 27853)

(Salmonella typhimurium, ATCC 19585)

(Yersinia enterocolitica, ATCC 27729)

+H+[+]+

4 5 , 0157:H7,

KHANIN-ME1




KHANIN-ME1

Co., U.S.A)

1:1(viv)
3). 3

(€1)

)

)

)

)

( )121 ,15
( ) 190nm

( ) 453Da

A

(50mM phosphate buffer, pH 7.0)

37

K

pH

2

K

KHANIN-ME1

KHANIN-ME1

(Lactobacillus sp.) ME1(KFCC 11155)

(HPLC)

(Lactobacillus sp.) ME1(KFCC 11155)

pH 2

12

35.1unit

, B

(Lactobacillus sp.) ME1(KFCC 11155).
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K(proteinase K, Sigma Chem.

KHANIN-ME1

KHANIN-ME1:
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() (E. coli) 0157:H7, (Listeria monocytogenes),
(Salmonella typhimurium), (Staphylococcus aureus),
(Yersinia enterocolitica), (Streptococcus aga
lactiae), (Streptococcus pyrogenes) (Ps

eudomonas aeruginosa)

1

g Euld e A FE A (L. pontis)
| _EEPEH}*—J%]& s1] A (L. panis)
g EHA YA QA (L. oris)
I:Q‘E‘ﬂ";‘_“ﬂé 7} A8 (L. gasseri)
gEHA e 2~ E£241] (L. johnsonii)
gEdld e A 9B F 7| (L.delbrueckii)
g e A gEA(L. lactis)
g EdA A~ AW E A (L. helvericus)
g EdA e A AA =W 2 A (L. acidophilus)
gEvld el A~ 248 E (L. gallinarum)
gxdldeg A F3PAFFEA(L crispatus)
g EHAl 2 A ol UK F A (L, amylovorus)
NME1
gevidy ~ olAEEd e A (L. acetotolerans)
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